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Dear Editor,

We read with great interest the article by Rane et al1 evaluating the relationship between the pedi-
atric oral microbiome and gastrointestinal (GI) symptoms. The authors should be commended for 
exploring the oral-gut axis in an otherwise healthy pediatric population and for identifying a selec-
tive increase in Fusobacterium, which provides valuable preliminary evidence for future pediatric 
microbiome research.

First, participants were assigned to the experimental group if they had at least one parent-re-
ported GI symptom. Because pediatric GI symptoms encompass clinically distinct disorders with 
different pathophysiological mechanisms, combining heterogeneous symptoms into a single study 
group may have masked symptom-specific microbial associations. Future studies using standard-
ized diagnostic criteria, such as the Rome IV framework, or subgroup analyses based on specific 
symptoms, might provide more precise insights into alterations of the oral microbiome2,3.

Secondly, the plaque samples were taken only from the maxillary right first molar. Microbial 
communities are heterogeneously distributed within the oral cavity. Each oral site, e.g., supragin-
gival plaque, subgingival plaque, saliva, and tongue, has its own microbial community. Therefore, 
sampling only one oral site may not represent the diversity of the oral microbiome and may limit the 
generalizability of the study findings4.

Finally, future investigations should simultaneously characterize the oral and gut microbiomes 
within the same pediatric cohort. Integrating oral and stool microbiome profiling may clarify wheth-
er oral Fusobacterium corresponds to intestinal microbial alterations and strengthens mechanistic 
evidence for the oral-gut axis. Such an approach may also facilitate the identification of clinically 
relevant microbial biomarkers for pediatric gastrointestinal disorders5-7.

I congratulate the authors on this valuable pilot study and believe these considerations may 
further strengthen future research in this evolving field.
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